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Interferon-lnduced Protein w. Tetratricopeptide Repeats 


M21117 


Mx1 


Interferon-lnduced GTPase 
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Interferon Regulatory Factor 7 
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I Similar to IFI203 


Similar to tnterferon-Activable Protein 203 
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Immune-Responsive Gene 1 
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Interferon Repulatory Factor 9 
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Interferon-Inducible Protein 1 
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Chemokine (C-C) Receptor 1 . -like 2 
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Interferon-lnduced Transmembrane Protein 3-like 
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Important cytokine secreted by 
virus-infected cells. Activates 
numerous anti-viral and anti- 
growth defense mechanisms. 


-200 
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IP-10/ 
CXCL1C? 


Chemotactic for numerous cell 
types including Th1 and NK 
cells, inhibits angiogenesis, and 
exerts direct antimicrobial 
activity by unknown mechanism. 


•243 


♦41 


RANTES 
/CCL5 


Chemotactic for activated T 
cells, macrophages, and DCs. 
Neutralization of RANTES 
shown to reduce Th1-type 
granuloma formation. 
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♦40 


ISG15 


Interferon-induced protein with 
structural homology to ubiquitin. 
Shown to induce proliferation of 
PBL's and increase cytolytic 
activity of NK cells. 


•660 


♦112 


IFIT1/ 
GARG16 


Protein induced by inflammatory 
stimuli. Has tetratricopeptide 
repeat domains thought to be 
involved in protein processing. 
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